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Introduction 

The Wuhan Respiratory Coronavirus Pandemic (WuRCoP), aka COVID-19 is changing the way 
we look at diseases, blunting along its paths the geographical partitioning of diseases as either 
tropical or non-tropical. The world has seen these signs coming with the SARS-CoV epidemic of 
2002 – 20031,2,3 that also was unbound by geography and in 2012 with the MERS-CoV 4,35,36 
epidemic we learnt, again, that tropical-like diseases can exist and even originate from any part 
of the world and behave in the same in any human population. In 2014 Ebola Virus Disease 
(EVD) ravaged West African, first of such outbreak in that part of Africa since our recollection of 
human history. That Ebola epidemic showed a clear demonstration that geographical quarantine 
of disease is no longer a dependable option for the world to control potential pandemics. Ebola 
spread to West Africa and the rest of the world unexpectedly in 2014 to 2015 5,6,7 and never 
before then spread this wide. A world currently intertwined by tight webs around all countries, 
defied of geography and with humans acting as quantum matter, moving all over that web, 
these emerging diseases are redefining what we call tropical disease. There is no bound 
anymore. Humans cannot separate from one another in the virus world, these viral nano 
particles as self-replicating machines do not tell the difference between people, between places 
and between geography. Coronavirus cannot tell the difference between race and ethnicity, 
between rich and poor, and between young and old. This then brings me to the subject matter of 
this paper, Tropical Medicine. Experience gathered studying tropical diseases is become a 
veritable tool that we can implore in the fight against pandemics caused by viral machines such 
as WuCoP aka COVID-19. 

The Tropical Medicine Approach to Disease Nomenclature 

In tropical medicine we name diseases to reflect their origin, their mode of transmission, their 
causative agents, and their geographical reach. This approach on nomenclature in tropical 
medicine ultimately describes the full impact of a disease on the human individual, the human 
society, and at the same time uncover mode of transmission and by extension the methods of 
prevention of the disease. In the case of SARS-CoV1,2,3 its name describes the presentation of 
the disease, its’ mode of transmission. The Middle East Respiratory Syndrome (MERS-CoV) 4 
on the other hand describes the origin of the disease, its respiratory nature, and the nature of 
the causative agent (Coronavirus). The Spanish Flu Pandemic of 1918 to 1920 8,9,11 was 
correctly named reflecting the epicenter of the disease at the time, the causative agent and 
mode of transmission, and tells the geographical spread of the disease, a pandemic. 
Philadelphia Yellow Fever Epidemic of 1793 11 was also rightfully named reflecting the origin, 
the clinical presentation and the geographical spread of the disease at the time. 

Other examples of disease nomenclature in tropical medicine, in recent times, reflecting the 
origin or place of discovery includes Lassa fever, was named after a village in Northern Nigeria 
called Lassa;15,16 West Nile Virus (1937), was named after the West Nile River area in 
Uganda;17 Coxsackievirus (1948), was named after the town of Coxsackie in New York;18,19 
Marburg Virus (1967), was named after the town of Marburg in Germany; 20,21 Hendra Virus 
(1994), was named after the town of Hendra near Brisbane in Australia.22,23 



Ebola virus was named after Ebola River, a river near the town of Yambuku there the virus was 
initially identified.24,25 Ross River virus was named after the Ross River in Northern Queensland 
in Australia,26 just like Machupo virus (the Bolivian hemorrhagic fever or "black typhus") was 
named after a Bolivian river, Machupo.27 Zika virus was named after the Ziika forest in Uganda 
in 1947.28,29,30 

In contrast with these pattern of nomenclature in tropical medicine, the current pandemic has 
lacked appropriate naming and thus the world has lost appreciation of its origin, its mode of 
transmission, its causative agent(s) and the magnitude of its geographic penetrance in human 
population. Thus to reflect all these domain expressions of this virus, we shall henceforth name 
it as the Wuhan Respiratory Coronavirus Pandemic (WuCoP or WuRCoP), aka COVID-19. In 
the next paragraphs we shall focus on this tropical medicine nomenclature for this pandemic 
and review existing data that supports each aspect of the name. 

The Wuhan Origin  

In November 17th 2019, a 55 ye ar old individual from Hubei province of China accounts for the 
earliest known case of the Wuhan Respiratory Coronavirus Pandemic (WuCoP).13 Wuhan is in 
Hubei province of China. Some Chinese doctors at Jinyintan Hospital in Wuhan China began to 
diagnose and treat several earlier cases of WuCoP by Dec 1st 2019.14 From Wuhan China 
cases spread to the rest of the world.12 

On 20 January 2020, National Focal Point (NFP) for Republic of Korea reported the first case of 
novel coronavirus in the Republic of Korea to WHO.12 Also by this date China had 278 cases, 
Thailand 2 cases, Japan 1 case, and Republic of Korea 1 case was reported, however 
according to WHO the cases from Thailand, Japan, and Korea were all traced back Wuhan 
China.12 

Therefore Wuhan will stand as the origin of the virus.8,10,11,12,13 

From epidemiological point of view we need to study the environmental conditions and specie 
interaction in Wuhan that enabled this virus to spillover to human population. This 
understanding is necessary to prevent the next pandemic coming out of China. 

The Respiratory Symptoms and Mode of Transmission 

Patients with WuRCoP may present with fever, cough and fatigue, shortness of breath, chest 
tightness and respiratory failure.31  The symptoms can range from mild disease to acute severe 
cardiorespiratory failure within 2 to 14 days of exposure to the virus. Sore throat, runny nose, 
body aches, headache, vomiting, diarrhea, loss of taste and loss of smell may also be 
presentations of the disease.32 Some have also called the Coronavirus a great imitator of 
symptoms.32 

The WuRCoP has found a way to infect humans efficiently making its transmission at times 
innocuous. First the virus has found a way to infect people even before its initial victims become 
symptomatic, second it found a way to survive on surfaces hiding as a contagion that finds 
victims that touch such surfaces, and thirdly studies are still ongoing on aerosolized viral 
particles to understand the physical factors driving its infective mechanisms. At this time it is 
clear that respiratory inoculation and viral implantation by touching the mucus membranes of the 
eyes, the nose and the mouth might be other ways the virus gets into the body.32 Preventive 
methods therefore have dwelt on disinfection of surfaces, hand washing, sanitizing and hygiene, 



personal protective wears and covers, and social distancing. These measures though 
necessary may be insufficient, however, to fight off this pandemic. More need to be done. 

The Coronavirus Origin 

The WuRCoP becomes the 3rd Betacoronavirus identified to cause severe disease in humans. 
The other 2 are SARS-CoV (in 2002) and MERS-CoV (in 2012).33 

Phylogenetic classification puts WuRCoP in the subfamily of Coronaviruses named 
Coronavirinea which belongs to the family of Coronaviridea. Within the subfamily of 
Coronavirinea, there are 4 genera: Alphacoronaviruses, Betacoronaviruses, Deltacoronaviruses 
and Gammacoronaviruses. The Alphacoronaviruses and betacoronaviruses infect only 
mammals while the gammacoronaviruses and deltacoronaviruses infect birds, but some of them 
can also infect mammals.33 

The three highly pathogenic coronaviruses, WuRCoP, SARS-CoV and MERS-CoV, cause 
severe respiratory syndrome in humans, and the other four human coronaviruses (HCoV-NL63, 
HCoV-229E, HCoV-OC43 and HKU1) induce only mild upper respiratory diseases in 
immunocompetent hosts, although some of them can cause severe infections in infants, young 
children and elderly individuals.33,34 

Many of these viruses have been isolated from bats, pigs and potentially some other animals 
that serve as reservoir from which spillover or innocuous infection to human population may 
occur.33We are yet to understand the environmental and genetic permutations that cause the 
viral mutations that lead to these spillover infections to humans.  

The 21st Century Pandemic 

Despite the advances in medical sciences and technology, and at the time of this paper, this 
virus has caused disease in 210 countries around the world in a very short time making it one of 
the most widely spread pandemic in the history of man. More widely spread than the Spanish flu 
of 1920, the Philadelphia Yellow Fever of 1793, the Flu pandemic (1968), the Asian Flu (1956 – 
1958), the 6th Cholera pandemic (1910 – 1911), the Russian Flu (1889 – 1890), the “Black 
Death” Bubonic Plague (1346 – 1359), and the Plague of Justinian (541 – 542).8,9,10 Part of the 
reason for its wide distribution can be credited to the ease with which people can travel around 
from place to place. One can say that our human development and technology has worked to 
the favor this virus. Thus we have amplified viral transmission in the spatial rim, we have 
become the vehicle through which the virus travels to jump-start another production factory in 
humans in another part of the world. This is a novel virus indeed.  

The Summary 

For a virus that originated from Wuhan (Wu), that causes infection through respiratory pathway 
and cause respiratory disease (R), comes from the subfamily of Coronavirinea (Co) and spread 
so fast and so wide around the world in a pandemic (P) fashion; is henceforth named the 
Wuhan Respiratory Coronavirus Pandemic (WuRCoP or WuCoP) aka COVID-19. 

Now that we have named the virus clinically and correctly, we have demystified everything 
about the disease, and therefore we shall proceed with the clinical ways to stop its spread and 
save lives. Experience from tropical medicine is needed in the fight against WuCoP. 
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